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Figure 3.  Arnold Engineering and Development Center sampling sites indicated by black 
polygons. 
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 Figure 4.  DNA extractions from Chaumont population using CTAB procedure in lanes 3-14.  A 
1 kb ladder is in lane 2 and 15. 
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873 873 873 873 816 816 816 816 100bp 

C3 C4 WW1-1 LJ-13 C3 C4 WW1-1 LJ-13 ladder 

 

Figure 5.  Lanes 1-4 two Chaumont (C) samples, a sample from Wondering Woods site 1 
(WW1), and a sample from Little Jordan (LJ) with primer 873. Lanes 5-8 the same sample with 
primer 816.  Lane 16 is a 100bp ladder for determining the size of fragments. 
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Figure 6.  Chaumont sample (blue) with primer 816 electropherogram from ABI 310 Genetic 
Analyzer.  Bioventures Rox1000bp molecular marker in red. Distinctions between peaks are not 
clear. 
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Figure 7.  Chaumont sample (blue) using primer 873 electropherogram on ABI 310 Genetic 
Analyzer, and Rox1000 molecular marker red. 
 
 

 
 
Figure 8.  Chaumont sample (blue) using primer 841 electropherogram on ABI 310 Genetic 
Analyzer, and Rox1000 molecular marker red. 
 
 
 



  

 

43

 
 
 

 

Figure 9.  Chaumont sample (blue) using primer MAO electropherogram on ABI 310 Genetic 
Analyzer, and Rox1000 molecular marker red. 
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Figure 10.  Analysis of variance of arcsine transformed data of the Shannon Diversity Index 
versus population size was not significant (F=5.943, P=0.063).  
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Hickory Run for Mammoth Cave National Park Populations 
 
Hickory 1.0 
(c) 2003 Kent E. Holsinger & Paul O. Lewis 
Saturday, 24 July 2004 12:12:03 CDT 
 
Hickory comes with ABSOLUTELY NO WARRANTY; for details 
see the file WARRANTY. This is free software, and you 
are welcome to redistribute it under certain conditions; 
see the file COPYING for details. 
 
Reading "ALLELES" block... 
 
Finished with "ALLELES" block. 
 
Reading "HICKORY" block... 
 
  set estimatePi reportPi;  
  set reportFrequencies;  
Finished with "HICKORY" block. 
 
Dominant marker data 
 
Summary of data now stored in memory 
  Number of loci: 56 
  Number of polymorphic loci: 56 
  Number of populations: 5 
 
Data from file "C:\Documents and Settings\Larry  
Starnes\Desktop\HickoryData\nexusmaca2.nex" read and stored. 
 
Sample characteristics: 
 
  Population  Locus 1  Locus 2  Locus 3  Locus 4  Locus 5  Locus 6  Locus 7 
  ----------  -------  -------  -------  -------  -------  -------  ------- 
       Pop 1    32/50    23/50     2/50    36/50    18/50    12/50    10/50 
       Pop 2    21/40    24/40    10/40    31/40    31/40     9/40     9/40 
       Pop 3    32/44    23/44    15/44    25/44    18/44     9/44    12/44 
       Pop 4    21/38    19/38     8/38    15/38    24/38    12/38     9/38 
       Pop 5    40/57    31/57    16/57    44/57    25/57    15/57    17/57 
 
  Population  Locus 8  Locus 9  Locus 10  Locus 11  Locus 12  Locus 13  Locus 14 
  ----------  -------  -------  --------  --------  --------  --------  -------- 
       Pop 1    10/50    14/50     17/50     23/50      8/50      8/50     26/50 
       Pop 2    11/40    21/40     20/40     23/40     14/40     12/40     29/40 
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       Pop 3    12/44    12/44     15/44     15/44     16/44      6/44     25/44 
       Pop 4    14/38    15/38     21/38     20/38     10/38     11/38     30/38 
       Pop 5    11/57    17/57     24/57     22/57      6/57      8/57     36/57 
 
  Population  Locus 15  Locus 16  Locus 17  Locus 18  Locus 19  Locus 20 
  ----------  --------  --------  --------  --------  --------  -------- 
       Pop 1     23/50     13/50     17/50     11/50      7/50     17/50 
       Pop 2     27/40      8/40     12/40     27/40     13/40     12/40 
       Pop 3     20/44     13/44     13/44      8/44      8/44     13/44 
       Pop 4     26/38     12/38      8/38     23/38      8/38     18/38 
       Pop 5     35/57     20/57     12/57     12/57      9/57     20/57 
 
  Population  Locus 21  Locus 22  Locus 23  Locus 24  Locus 25  Locus 26 
  ----------  --------  --------  --------  --------  --------  -------- 
       Pop 1      5/50     12/50     13/50     14/50      8/50      8/50 
       Pop 2      5/40      9/40     19/40     17/40     23/40     22/40 
       Pop 3      7/44      9/44      7/44      6/44     18/44     17/44 
       Pop 4      7/38     11/38      5/38      6/38     15/38     20/38 
       Pop 5     12/57     18/57     14/57      8/57     18/57     14/57 
 
  Population  Locus 27  Locus 28  Locus 29  Locus 30  Locus 31  Locus 32 
  ----------  --------  --------  --------  --------  --------  -------- 
       Pop 1     11/50     10/50      8/50     47/50     34/50      6/50 
       Pop 2     15/40      3/40     20/40     33/40     33/40      7/40 
       Pop 3     14/44      8/44     10/44     29/44     35/44      5/44 
       Pop 4     15/38     11/38      6/38     30/38     36/38      8/38 
       Pop 5     13/57      4/57      5/57     53/57     47/57      7/57 
 
  Population  Locus 33  Locus 34  Locus 35  Locus 36  Locus 37  Locus 38 
  ----------  --------  --------  --------  --------  --------  -------- 
       Pop 1     45/50     32/50     14/50     26/50     37/50     33/50 
       Pop 2     26/40     25/40     23/40     16/40     14/40     33/40 
       Pop 3     22/44     33/44     10/44     19/44     25/44     29/44 
       Pop 4     19/38     27/38     13/38     18/38     25/38     24/38 
       Pop 5     47/57     26/57     14/57     25/57     19/57     34/57 
 
  Population  Locus 39  Locus 40  Locus 41  Locus 42  Locus 43  Locus 44 
  ----------  --------  --------  --------  --------  --------  -------- 
       Pop 1     37/50     46/50     38/50     19/50     13/50     15/50 
       Pop 2     30/40     35/40     33/40     22/40     27/40     31/40 
       Pop 3     37/44     40/44     34/44     19/44     26/44     21/44 
       Pop 4     32/38     34/38     34/38     22/38      6/38     11/38 
       Pop 5     37/57     46/57     45/57     18/57     18/57     24/57 
 
  Population  Locus 45  Locus 46  Locus 47  Locus 48  Locus 49  Locus 50 
  ----------  --------  --------  --------  --------  --------  -------- 
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       Pop 1     18/50     27/50     27/50     19/50     35/50     14/50 
       Pop 2     32/40     32/40     28/40     24/40     29/40     15/40 
       Pop 3     29/44     37/44     33/44     19/44     29/44     12/44 
       Pop 4     15/38     25/38     25/38     15/38     19/38     15/38 
       Pop 5     23/57     28/57     24/57     21/57     31/57      9/57 
 
  Population  Locus 51  Locus 52  Locus 53  Locus 54  Locus 55  Locus 56 
  ----------  --------  --------  --------  --------  --------  -------- 
       Pop 1     21/50     20/50     13/50     29/50     18/50     22/50 
       Pop 2     22/40     23/40     21/40     30/40     21/40     27/40 
       Pop 3     25/44     15/44      5/44     29/44      6/44      5/44 
       Pop 4     14/38     17/38      8/38     20/38     11/38     17/38 
       Pop 5     17/57     14/57     18/57     22/57     11/57     20/57 
 
Sampler characteristics: 
 
     Setting    Value 
  ----------  ------- 
     nBurnin    50000 
     nSample   250000 
        thin       50 
      alphaF     1.00 
       betaF     1.00 
  alphaTheta     1.00 
   betaTheta     1.00 
     alphaPi     1.00 
      betaPi     1.00 
 
Starting full model run... 
 
  Parameter       Mean      s.d     2.5%    50.0%    97.5%  Acceptance 
  ---------  ---------  -------  -------  -------  -------  ---------- 
          f     0.9257   0.0660   0.7566   0.9438   0.9981      24.01% 
    Theta-B     0.0457   0.0060   0.0347   0.0454   0.0586      12.22% 
      hs[1]     0.3862   0.0074   0.3705   0.3866   0.3996             
      hs[2]     0.4167   0.0057   0.4053   0.4167   0.4276             
      hs[3]     0.3934   0.0070   0.3792   0.3935   0.4068             
      hs[4]     0.4071   0.0067   0.3937   0.4073   0.4200             
      hs[5]     0.3876   0.0075   0.3716   0.3880   0.4009             
         Hs     0.3982   0.0044   0.3885   0.3986   0.4058             
         Ht     0.4141   0.0046   0.4039   0.4147   0.4217             
      Gst-B     0.0384   0.0039   0.0312   0.0383   0.0465             
  ---------  ---------  -------  -------  -------  -------  ---------- 
       Dbar  1404.7084                                                 
       Dhat  1201.8097                                                 
         pD   202.8987                                                 
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        DIC  1607.6070                                                 
 
Parameters for f 
  alpha: 13.70621 
  beta:  1.100523 
  Ie:    1.608471 
  H-d:   0.001882 
 
Parameters for theta 
  alpha: 54.995297 
  beta:  1147.181986 
  Ie:    3.698426 
  H-d:   0.000372 
 
Analysis started:  Sat Jul 24 12:12:52 2004 
Analysis finished: Sat Jul 24 12:42:20 2004 
Elapsed time:      00:29:28 
 
Starting f=0 model run... 
 
  Parameter       Mean      s.d     2.5%    50.0%    97.5%  Acceptance 
  ---------  ---------  -------  -------  -------  -------  ---------- 
    Theta-B     0.0293   0.0039   0.0222   0.0291   0.0373       9.65% 
      hs[1]     0.3230   0.0051   0.3128   0.3231   0.3328             
      hs[2]     0.3816   0.0050   0.3717   0.3817   0.3914             
      hs[3]     0.3345   0.0053   0.3244   0.3345   0.3448             
      hs[4]     0.3490   0.0056   0.3379   0.3491   0.3601             
      hs[5]     0.3173   0.0051   0.3075   0.3173   0.3274             
         Hs     0.3411   0.0026   0.3359   0.3411   0.3463             
         Ht     0.3497   0.0027   0.3444   0.3497   0.3550             
      Gst-B     0.0247   0.0026   0.0198   0.0246   0.0298             
  ---------  ---------  -------  -------  -------  -------  ---------- 
       Dbar  1403.4576                                                 
       Dhat  1198.1408                                                 
         pD   205.3168                                                 
        DIC  1608.7745                                                 
 
Parameters for theta 
  alpha: 55.328182 
  beta:  1833.35078 
  Ie:    4.138712 
  H-d:   0.000274 
 
Analysis started:  Sat Jul 24 12:42:20 2004 
Analysis finished: Sat Jul 24 13:06:33 2004 
Elapsed time:      00:24:13 



  

 

54

 
Starting theta=0 model run... 
 
  Parameter       Mean      s.d     2.5%    50.0%    97.5%  Acceptance 
  ---------  ---------  -------  -------  -------  -------  ---------- 
          f     0.9198   0.0696   0.7365   0.9377   0.9972      23.41% 
      hs[1]     0.4113   0.0050   0.3996   0.4119   0.4193             
      hs[2]     0.4113   0.0050   0.3996   0.4119   0.4193             
      hs[3]     0.4113   0.0050   0.3996   0.4119   0.4193             
      hs[4]     0.4113   0.0050   0.3996   0.4119   0.4193             
      hs[5]     0.4113   0.0050   0.3996   0.4119   0.4193             
         Hs     0.4113   0.0050   0.3996   0.4119   0.4193             
         Ht     0.4113   0.0050   0.3996   0.4119   0.4193             
  ---------  ---------  -------  -------  -------  -------  ---------- 
       Dbar  1890.2581                                                 
       Dhat  1834.9607                                                 
         pD    55.2974                                                 
        DIC  1945.5555                                                 
 
Parameters for f 
  alpha: 13.108122 
  beta:  1.143347 
  Ie:    1.536787 
  H-d:   0.001578 
 
Analysis started:  Sat Jul 24 13:06:33 2004 
Analysis finished: Sat Jul 24 13:17:33 2004 
Elapsed time:      00:11:00 
 
Starting f free model run... 
 
  Parameter       Mean      s.d     2.5%    50.0%    97.5%  Acceptance 
  ---------  ---------  -------  -------  -------  -------  ---------- 
          f     0.5039   0.2870   0.0272   0.5088   0.9744      73.39% 
    Theta-B     0.0441   0.0080   0.0296   0.0436   0.0610      12.79% 
      hs[1]     0.3567   0.0188   0.3234   0.3567   0.3902             
      hs[2]     0.4064   0.0106   0.3842   0.4076   0.4243             
      hs[3]     0.3672   0.0173   0.3355   0.3676   0.3981             
      hs[4]     0.3825   0.0170   0.3502   0.3836   0.4116             
      hs[5]     0.3541   0.0206   0.3181   0.3543   0.3903             
         Hs     0.3734   0.0159   0.3441   0.3741   0.3998             
         Ht     0.3874   0.0177   0.3544   0.3887   0.4160             
      Gst-B     0.0361   0.0053   0.0259   0.0361   0.0463             
  ---------  ---------  -------  -------  -------  -------  ---------- 
       Dbar  1448.1570                                                 
       Dhat  1197.3573                                                 
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         pD   250.7997                                                 
        DIC  1698.9567                                                 
 
Parameters for f 
  alpha: 1.025933 
  beta:  1.010085 
  Ie:    0.00021 
  H-d:   0.001563 
 
Parameters for theta 
  alpha: 29.355329 
  beta:  636.009737 
  Ie:    3.424945 
  H-d:   0.000569 
 
Analysis started:  Sat Jul 24 13:17:33 2004 
Analysis finished: Sat Jul 24 13:43:19 2004 
Elapsed time:      00:25:46 
 
 
 
 
Hickory run from Arnold’s Engineering and Development Center 
Hickory 1.0 
(c) 2003 Kent E. Holsinger & Paul O. Lewis 
Wednesday, 14 July 2004 22:47:53 CDT 
 
Hickory comes with ABSOLUTELY NO WARRANTY; for details 
see the file WARRANTY. This is free software, and you 
are welcome to redistribute it under certain conditions; 
see the file COPYING for details. 
 
Reading "ALLELES" block... 
 
Finished with "ALLELES" block. 
 
Reading "HICKORY" block... 
 
  set estimatePi reportPi;  
  set reportFrequencies;  
Finished with "HICKORY" block. 
 
Dominant marker data 
 
Summary of data now stored in memory 
  Number of loci: 56 
  Number of polymorphic loci: 56 
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  Number of populations: 10 
 
Data from file "C:\Documents and Settings\Larry Starnes\Desktop\nexusaedc.nex"  
read and stored. 
 
Sample characteristics: 
 
  Population  Locus 1  Locus 2  Locus 3  Locus 4  Locus 5  Locus 6  Locus 7 
  ----------  -------  -------  -------  -------  -------  -------  ------- 
       Pop 1     6/21    15/21     6/21    10/21     9/21     5/21     2/21 
       Pop 2    20/32    25/32     2/32     9/32     5/32     3/32     4/32 
       Pop 3    24/32    13/32     6/32    20/32    11/32     4/32    12/32 
       Pop 4    48/49    25/49    12/49    20/49     7/49     8/49     5/49 
       Pop 5    23/31    19/31     9/31    23/31    15/31     8/31    11/31 
       Pop 6    13/31    17/31    17/31    21/31    23/31    11/31     7/31 
       Pop 7    21/34    15/34     4/34    17/34     4/34     0/34     1/34 
       Pop 8     8/36    29/36     9/36    23/36    16/36    13/36     9/36 
       Pop 9    10/16    10/16     0/16     2/16     6/16     2/16     1/16 
      Pop 10    25/30    20/30     9/30    19/30     9/30     7/30     7/30 
 
  Population  Locus 8  Locus 9  Locus 10  Locus 11  Locus 12  Locus 13  Locus 14 
  ----------  -------  -------  --------  --------  --------  --------  -------- 
       Pop 1     1/21     4/21      1/21      5/21      1/21      1/21     11/21 
       Pop 2     5/32     4/32      6/32      8/32      6/32      2/32     14/32 
       Pop 3     6/32     2/32      8/32      9/32      7/32      4/32     18/32 
       Pop 4     3/49     5/49      6/49     10/49      5/49      3/49     16/49 
       Pop 5     9/31     9/31      6/31     16/31      9/31      4/31     27/31 
       Pop 6     9/31    11/31      5/31     19/31      8/31      6/31     24/31 
       Pop 7     2/34     3/34      2/34      3/34      2/34      2/34      8/34 
       Pop 8    10/36     8/36     11/36     18/36      9/36      4/36     24/36 
       Pop 9     2/16     1/16      3/16      0/16      3/16      0/16      3/16 
      Pop 10     7/30    11/30      5/30     16/30      7/30      6/30     23/30 
 
  Population  Locus 15  Locus 16  Locus 17  Locus 18  Locus 19  Locus 20 
  ----------  --------  --------  --------  --------  --------  -------- 
       Pop 1     10/21      1/21      2/21      2/21      4/21      4/21 
       Pop 2     14/32      5/32      5/32      3/32      6/32      1/32 
       Pop 3     20/32      6/32     11/32      6/32      8/32      6/32 
       Pop 4     17/49      4/49      5/49      4/49      2/49      4/49 
       Pop 5     28/31     10/31     10/31      8/31      8/31     14/31 
       Pop 6     24/31     18/31     19/31     18/31      9/31      9/31 
       Pop 7      9/34      0/34      6/34      3/34      0/34      4/34 
       Pop 8     24/36     10/36     19/36      7/36     10/36     13/36 
       Pop 9      3/16      2/16      3/16      0/16      2/16      8/16 
      Pop 10     23/30      5/30     12/30      9/30      9/30     12/30 
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  Population  Locus 21  Locus 22  Locus 23  Locus 24  Locus 25  Locus 26 
  ----------  --------  --------  --------  --------  --------  -------- 
       Pop 1      2/21      0/21      2/21      2/21      7/21      7/21 
       Pop 2      3/32      4/32      3/32      0/32      7/32      5/32 
       Pop 3      5/32      5/32     10/32      5/32      7/32      7/32 
       Pop 4      1/49      3/49      2/49      0/49      7/49      5/49 
       Pop 5      9/31     11/31      7/31      7/31     17/31     17/31 
       Pop 6      4/31      6/31      7/31      2/31     19/31     17/31 
       Pop 7      0/34      1/34      1/34      0/34      7/34      6/34 
       Pop 8      6/36      8/36     11/36      5/36     20/36     19/36 
       Pop 9      2/16      1/16      1/16      1/16      1/16      0/16 
      Pop 10      3/30      4/30      4/30      6/30     19/30     17/30 
 
  Population  Locus 27  Locus 28  Locus 29  Locus 30  Locus 31  Locus 32 
  ----------  --------  --------  --------  --------  --------  -------- 
       Pop 1      2/21      3/21      0/21     12/21     20/21      0/21 
       Pop 2      7/32      3/32      1/32     30/32     18/32      6/32 
       Pop 3      6/32      4/32     10/32     29/32     22/32     17/32 
       Pop 4      1/49      0/49      1/49     41/49     33/49     18/49 
       Pop 5     10/31     20/31     15/31     27/31     24/31      9/31 
       Pop 6     10/31      9/31     16/31     26/31     30/31     16/31 
       Pop 7      2/34      1/34      2/34     31/34     22/34      7/34 
       Pop 8      8/36     15/36     18/36     22/36     33/36     13/36 
       Pop 9      0/16      0/16      1/16     10/16      6/16      1/16 
      Pop 10      5/30      9/30     11/30     29/30     24/30      6/30 
 
  Population  Locus 33  Locus 34  Locus 35  Locus 36  Locus 37  Locus 38 
  ----------  --------  --------  --------  --------  --------  -------- 
       Pop 1      5/21     17/21      5/21     10/21      5/21      8/21 
       Pop 2     24/32     12/32      6/32     12/32     11/32     10/32 
       Pop 3     27/32     22/32     17/32     30/32     26/32     29/32 
       Pop 4     33/49     21/49     15/49     23/49     20/49     27/49 
       Pop 5     26/31     22/31     12/31     18/31     13/31     23/31 
       Pop 6      8/31     30/31     13/31     23/31     24/31     24/31 
       Pop 7     29/34     13/34      6/34     11/34     11/34     16/34 
       Pop 8     13/36     33/36     12/36     18/36     22/36     25/36 
       Pop 9      6/16     16/16      0/16      1/16     10/16      1/16 
      Pop 10     29/30     12/30     13/30     22/30     11/30     17/30 
 
  Population  Locus 39  Locus 40  Locus 41  Locus 42  Locus 43  Locus 44 
  ----------  --------  --------  --------  --------  --------  -------- 
       Pop 1     16/21     18/21     18/21      2/21      2/21      4/21 
       Pop 2     16/32     24/32     15/32      8/32      6/32      5/32 
       Pop 3     30/32     32/32     31/32     17/32     10/32     11/32 
       Pop 4     37/49     39/49     33/49     10/49      5/49     10/49 
       Pop 5     23/31     30/31     27/31     13/31      7/31      9/31 
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       Pop 6     28/31     30/31     30/31     11/31     10/31      6/31 
       Pop 7     23/34     31/34     27/34      8/34      4/34     11/34 
       Pop 8     27/36     28/36     27/36     16/36     12/36     11/36 
       Pop 9      6/16      7/16      9/16      3/16      8/16      0/16 
      Pop 10     25/30     28/30     26/30     12/30      7/30     10/30 
 
  Population  Locus 45  Locus 46  Locus 47  Locus 48  Locus 49  Locus 50 
  ----------  --------  --------  --------  --------  --------  -------- 
       Pop 1      4/21     11/21     12/21      1/21      5/21      1/21 
       Pop 2      8/32     15/32     11/32     12/32      9/32      6/32 
       Pop 3     11/32     16/32     15/32      9/32     20/32      9/32 
       Pop 4      7/49     21/49     12/49      6/49     12/49      8/49 
       Pop 5     21/31     24/31     21/31      8/31     15/31      6/31 
       Pop 6     11/31     16/31     16/31     12/31     14/31      1/31 
       Pop 7      7/34     10/34     11/34      1/34      4/34      1/34 
       Pop 8     13/36     20/36     19/36     18/36     18/36     12/36 
       Pop 9      2/16      4/16      1/16      5/16      4/16      1/16 
      Pop 10     17/30     23/30     22/30     14/30     15/30      5/30 
 
  Population  Locus 51  Locus 52  Locus 53  Locus 54  Locus 55  Locus 56 
  ----------  --------  --------  --------  --------  --------  -------- 
       Pop 1      1/21      0/21      1/21      5/21      0/21      1/21 
       Pop 2      9/32      5/32      8/32     11/32     14/32     10/32 
       Pop 3     14/32      8/32      8/32      6/32     18/32      7/32 
       Pop 4      2/49      5/49      4/49      5/49      4/49      8/49 
       Pop 5      8/31     13/31     11/31     21/31      7/31     15/31 
       Pop 6      6/31      3/31      3/31     11/31      4/31      6/31 
       Pop 7      3/34      1/34      1/34      3/34      0/34      2/34 
       Pop 8      6/36      2/36      6/36     14/36     12/36     12/36 
       Pop 9      3/16      1/16      4/16      2/16      1/16      4/16 
      Pop 10     11/30     11/30      7/30     15/30      8/30      7/30 
 
Sampler characteristics: 
 
     Setting    Value 
  ----------  ------- 
     nBurnin    50000 
     nSample   250000 
        thin       50 
      alphaF     1.00 
       betaF     1.00 
  alphaTheta     1.00 
   betaTheta     1.00 
     alphaPi     1.00 
      betaPi     1.00 
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Starting full model run... 
 
  Parameter       Mean      s.d     2.5%    50.0%    97.5%  Acceptance 
  ---------  ---------  -------  -------  -------  -------  ---------- 
          f     0.9663   0.0331   0.8743   0.9761   0.9990      25.18% 
    Theta-B     0.1145   0.0082   0.0995   0.1142   0.1314      12.65% 
     hs[ 1]     0.2884   0.0102   0.2683   0.2885   0.3087             
     hs[ 2]     0.3263   0.0089   0.3084   0.3266   0.3434             
     hs[ 3]     0.3521   0.0085   0.3355   0.3523   0.3687             
     hs[ 4]     0.2726   0.0077   0.2571   0.2726   0.2878             
     hs[ 5]     0.3911   0.0077   0.3757   0.3911   0.4058             
     hs[ 6]     0.3647   0.0078   0.3493   0.3646   0.3800             
     hs[ 7]     0.2504   0.0089   0.2332   0.2505   0.2680             
     hs[ 8]     0.3936   0.0071   0.3792   0.3937   0.4071             
     hs[ 9]     0.2890   0.0117   0.2661   0.2892   0.3117             
     hs[10]     0.3705   0.0082   0.3543   0.3706   0.3864             
         Hs     0.3299   0.0038   0.3218   0.3301   0.3367             
         Ht     0.3690   0.0040   0.3601   0.3694   0.3759             
      Gst-B     0.1061   0.0050   0.0965   0.1061   0.1160             
  ---------  ---------  -------  -------  -------  -------  ---------- 
       Dbar  2395.0311                                                 
       Dhat  1984.2624                                                 
         pD   410.7688                                                 
        DIC  2805.7999                                                 
 
Parameters for f 
  alpha: 27.759176 
  beta:  0.9691 
  Ie:    2.389656 
  H-d:   0.003576 
 
Parameters for theta 
  alpha: 172.120834 
  beta:  1330.899884 
  Ie:    3.384641 
  H-d:   0.000353 
 
Analysis started:  Wed Jul 14 22:48:21 2004 
Analysis finished: Wed Jul 14 23:49:55 2004 
Elapsed time:      01:01:34 
 
Starting f=0 model run... 
 
  Parameter       Mean      s.d     2.5%    50.0%    97.5%  Acceptance 
  ---------  ---------  -------  -------  -------  -------  ---------- 
    Theta-B     0.0741   0.0058   0.0633   0.0739   0.0861      10.42% 
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     hs[ 1]     0.2271   0.0075   0.2121   0.2272   0.2420             
     hs[ 2]     0.2439   0.0066   0.2309   0.2438   0.2568             
     hs[ 3]     0.3019   0.0068   0.2887   0.3019   0.3149             
     hs[ 4]     0.2110   0.0052   0.2007   0.2110   0.2213             
     hs[ 5]     0.3446   0.0067   0.3315   0.3446   0.3578             
     hs[ 6]     0.3222   0.0066   0.3095   0.3223   0.3351             
     hs[ 7]     0.1932   0.0060   0.1813   0.1932   0.2049             
     hs[ 8]     0.3254   0.0062   0.3131   0.3254   0.3377             
     hs[ 9]     0.2125   0.0086   0.1953   0.2126   0.2292             
     hs[10]     0.3209   0.0068   0.3077   0.3209   0.3337             
         Hs     0.2703   0.0023   0.2658   0.2703   0.2749             
         Ht     0.2909   0.0024   0.2864   0.2909   0.2956             
      Gst-B     0.0710   0.0039   0.0636   0.0709   0.0787             
  ---------  ---------  -------  -------  -------  -------  ---------- 
       Dbar  2397.0855                                                 
       Dhat  1980.5355                                                 
         pD   416.5500                                                 
        DIC  2813.6355                                                 
 
Parameters for theta 
  alpha: 150.073413 
  beta:  1874.851571 
  Ie:    3.72928 
  H-d:   0.00034 
 
Analysis started:  Wed Jul 14 23:49:55 2004 
Analysis finished: Thu Jul 15 00:42:51 2004 
Elapsed time:      00:52:56 
 
Starting theta=0 model run... 
 
  Parameter       Mean      s.d     2.5%    50.0%    97.5%  Acceptance 
  ---------  ---------  -------  -------  -------  -------  ---------- 
          f     0.9475   0.0483   0.8246   0.9616   0.9985      23.64% 
     hs[ 1]     0.3654   0.0053   0.3530   0.3660   0.3737             
     hs[ 2]     0.3654   0.0053   0.3530   0.3660   0.3737             
     hs[ 3]     0.3654   0.0053   0.3530   0.3660   0.3737             
     hs[ 4]     0.3654   0.0053   0.3530   0.3660   0.3737             
     hs[ 5]     0.3654   0.0053   0.3530   0.3660   0.3737             
     hs[ 6]     0.3654   0.0053   0.3530   0.3660   0.3737             
     hs[ 7]     0.3654   0.0053   0.3530   0.3660   0.3737             
     hs[ 8]     0.3654   0.0053   0.3530   0.3660   0.3737             
     hs[ 9]     0.3654   0.0053   0.3530   0.3660   0.3737             
     hs[10]     0.3654   0.0053   0.3530   0.3660   0.3737             
         Hs     0.3654   0.0053   0.3530   0.3660   0.3737             
         Ht     0.3654   0.0053   0.3530   0.3660   0.3737             
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  ---------  ---------  -------  -------  -------  -------  ---------- 
       Dbar  4210.8419                                                 
       Dhat  4155.4154                                                 
         pD    55.4265                                                 
        DIC  4266.2684                                                 
 
Parameters for f 
  alpha: 19.275249 
  beta:  1.06776 
  Ie:    1.951629 
  H-d:   0.002216 
 
Analysis started:  Thu Jul 15 00:42:51 2004 
Analysis finished: Thu Jul 15 01:00:41 2004 
Elapsed time:      00:17:50 
 
Starting f free model run... 
 
  Parameter       Mean      s.d     2.5%    50.0%    97.5%  Acceptance 
  ---------  ---------  -------  -------  -------  -------  ---------- 
          f     0.4927   0.2875   0.0252   0.4866   0.9711      73.61% 
    Theta-B     0.1008   0.0122   0.0771   0.1011   0.1239      12.84% 
     hs[ 1]     0.2549   0.0188   0.2220   0.2540   0.2929             
     hs[ 2]     0.2828   0.0236   0.2428   0.2814   0.3275             
     hs[ 3]     0.3264   0.0160   0.2977   0.3261   0.3568             
     hs[ 4]     0.2388   0.0180   0.2093   0.2375   0.2747             
     hs[ 5]     0.3708   0.0145   0.3440   0.3713   0.3974             
     hs[ 6]     0.3447   0.0138   0.3191   0.3450   0.3705             
     hs[ 7]     0.2175   0.0175   0.1885   0.2163   0.2525             
     hs[ 8]     0.3617   0.0193   0.3270   0.3624   0.3958             
     hs[ 9]     0.2465   0.0229   0.2072   0.2456   0.2913             
     hs[10]     0.3471   0.0154   0.3186   0.3469   0.3758             
         Hs     0.2991   0.0163   0.2721   0.2986   0.3284             
         Ht     0.3304   0.0207   0.2952   0.3303   0.3669             
      Gst-B     0.0942   0.0096   0.0748   0.0949   0.1113             
  ---------  ---------  -------  -------  -------  -------  ---------- 
       Dbar  2442.2649                                                 
       Dhat  1992.5863                                                 
         pD   449.6787                                                 
        DIC  2891.9436                                                 
 
Parameters for f 
  alpha: 0.996933 
  beta:  1.026733 
  Ie:    0.000402 
  H-d:   0.00156 
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Parameters for theta 
  alpha: 61.053316 
  beta:  544.581798 
  Ie:    2.989313 
  H-d:   0.002843 
 
Analysis started:  Thu Jul 15 01:00:41 2004 
Analysis finished: Thu Jul 15 01:54:54 2004 
Elapsed time:      00:54:13 
 
 
 
 
 
 
 
 
 


